
GO:0018196 − peptidyl−asparagine modification
GO:0018279 − protein N−linked glycosylation via asparagine
GO:0051031 − tRNA transport
GO:0006487 − protein N−linked glycosylation
GO:0006457 − protein folding
GO:0016072 − rRNA metabolic process
GO:0016236 − macroautophagy
GO:0040029 − regulation of gene expression, epigenetic
GO:0048193 − Golgi vesicle transport
GO:0022613 − ribonucleoprotein complex biogenesis
GO:0043632 − modification−dependent macromolecule catabolic process
GO:0051603 − proteolysis involved in cellular protein catabolic process
GO:0010608 − posttranscriptional regulation of gene expression
GO:0044257 − cellular protein catabolic process
GO:0009894 − regulation of catabolic process
GO:0031329 − regulation of cellular catabolic process
GO:0034622 − cellular protein−containing complex assembly
GO:0044265 − cellular macromolecule catabolic process
GO:0009057 − macromolecule catabolic process
GO:0034613 − cellular protein localization
GO:0070727 − cellular macromolecule localization
GO:0046907 − intracellular transport
GO:0015031 − protein transport
GO:0033554 − cellular response to stress
GO:0065003 − protein−containing complex assembly
GO:0045184 − establishment of protein localization
GO:0016192 − vesicle−mediated transport
GO:0043933 − protein−containing complex subunit organization
GO:0044248 − cellular catabolic process
GO:0008104 − protein localization
GO:0009056 − catabolic process
GO:0051641 − cellular localization
GO:0033036 − macromolecule localization
GO:0022607 − cellular component assembly
GO:0044085 − cellular component biogenesis
GO:0006996 − organelle organization
GO:0006464 − cellular protein modification process
GO:0036211 − protein modification process
GO:0043412 − macromolecule modification
GO:0044267 − cellular protein metabolic process
GO:0019538 − protein metabolic process
GO:0016043 − cellular component organization
GO:0071840 − cellular component organization or biogenesis
GO:0044260 − cellular macromolecule metabolic process
GO:0043170 − macromolecule metabolic process
GO:0006807 − nitrogen compound metabolic process
GO:0044238 − primary metabolic process
GO:0071704 − organic substance metabolic process
GO:0044237 − cellular metabolic process
GO:0008152 − metabolic process
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