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- -

46471 — cellular nifrogen compound metabolic’ process
1901576 — arganic substance biosynthetic process |
i 1249 — cellular biosynthetic progcess |

OO

thetic process p-value

- — complex subunit organization
— In localization
ess
process
lic process 1e-09
Blbolic process
hetic process
oxidation—reduction process
eptide metabolic process
eptide biosynthetic process
iranslafibn . .
nucleobase—-containing small mglecule metabolic process 1e-08
%ggeratlon of precursor metabolites and energy
cRNA metabolic process
olgi vesicle transport _
GO0034976 = response to endoplasmic reticulum stress
(50Q:0006520 =Icellular amino acid metabolic process
0:0015980 - energy derivation by oxidation of organic compounds 1e-07
GON0068881- ER t0°Golgi vesicle=mediated transport |

)G

) 0000

299

; — response 10 topologically incorrect protein
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(50): 36 — response to unfolded protein _ _
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(50): 3865 — nucleoside bisphosphate metabolic process
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