
GO:0003299 − muscle hypertrophy in response to stress
GO:0007084 − mitotic nuclear envelope reassembly
GO:0010612 − regulation of cardiac muscle adaptation
GO:0010614 − negative regulation of cardiac muscle hypertrophy
GO:0010616 − negative regulation of cardiac muscle adaptation
GO:0014741 − negative regulation of muscle hypertrophy
GO:0014745 − negative regulation of muscle adaptation
GO:0014887 − cardiac muscle adaptation
GO:0014898 − cardiac muscle hypertrophy in response to stress
GO:0016191 − synaptic vesicle uncoating
GO:0030951 − establishment or maintenance of microtubule cytoskeleton polarity
GO:0030952 − establishment or maintenance of cytoskeleton polarity
GO:0031468 − nuclear envelope reassembly
GO:0033006 − regulation of mast cell activation involved in immune response
GO:0036124 − histone H3−K9 trimethylation
GO:0043304 − regulation of mast cell degranulation
GO:0045655 − regulation of monocyte differentiation
GO:0045657 − positive regulation of monocyte differentiation
GO:0048268 − clathrin coat assembly
GO:0051570 − regulation of histone H3−K9 methylation
GO:0051574 − positive regulation of histone H3−K9 methylation
GO:0055012 − ventricular cardiac muscle cell differentiation
GO:0055015 − ventricular cardiac muscle cell development
GO:0071305 − cellular response to vitamin D
GO:0072201 − negative regulation of mesenchymal cell proliferation
GO:0072318 − clathrin coat disassembly
GO:0072319 − vesicle uncoating
GO:0090201 − negative regulation of release of cytochrome c from mitochondria
GO:1900112 − regulation of histone H3−K9 trimethylation
GO:1900114 − positive regulation of histone H3−K9 trimethylation
GO:1900242 − regulation of synaptic vesicle endocytosis
GO:1900244 − positive regulation of synaptic vesicle endocytosis
GO:1903242 − regulation of cardiac muscle hypertrophy in response to stress
GO:1903243 − negative regulation of cardiac muscle hypertrophy in response to stress
GO:1903421 − regulation of synaptic vesicle recycling
GO:1903423 − positive regulation of synaptic vesicle recycling
GO:2000251 − positive regulation of actin cytoskeleton reorganization
GO:0006898 − receptor−mediated endocytosis
GO:0006897 − endocytosis
GO:0007010 − cytoskeleton organization
GO:0051094 − positive regulation of developmental process
GO:0051130 − positive regulation of cellular component organization
GO:0060341 − regulation of cellular localization
GO:0098657 − import into cell
GO:0051641 − cellular localization
GO:0051649 − establishment of localization in cell
GO:0016192 − vesicle−mediated transport
GO:0006810 − transport
GO:0051179 − localization
GO:0051234 − establishment of localization
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