GO:00507 — requlation of bioloqical process |

: — establishment of localization
GO: 6810 — fransport

p-value

le-05
— establishment of lo

— requlafion of infracellular signal transduction
— Infracellular transpaort |
= requlation of organellel organization
— import intal cell

bnt—based process

)

725

)
)
D)
O ]
GO
[
o)
3)
=]
0|
=)

YGIGIG)

Sis
= requlation of vesicle-mediated transport _
— protealysis involved in cellular protein catabolic process
oskeleton organization
@l polyubiquitination o
(50:0043547 — paoditive requlation of GTPase activity
(50:0043087 — regulation of GTPase activity 1le-04
junction organization .
endomembrane system organization

51

(0! — Golgi vesicle transport

G0O:003 = regulation of endocytosis

G0O:1902115 + relgulatlon of organélle assembly

GO: + ER to Golgi vesicle-mediated transport
IGO0032006 - requlation of TOR signaling

GO:003192D - TOR s?n_alln _
2 - TORCT signaling _ _
— positive regulation of TOR s?nalmg{_
— positive regulation of TORCI signaling
ulation of TORC1 signalin
ar response to osmotic stress
— regulation of plasma membrane|organization
— regulation of mlt_ophafgy _
negative requlation of autophagosome maturation
regulation of autophagosome maturation
ation of response to salt stress
ation of cellular hyperosmotic salinity response
regulation of cellular résponse to osmotic stress
cargo loading into COPIll-coated vesicle
cellular hyperosmotic salinity response
cellular hyperosmotic response
cellular résponse to salt stress |
regulation of response to osmotic stress
hyperosmotic salinity response

20 40 60
Number of genes

0.001

JEIG GG
I0000C

==
DD
(QQ
cC

WO~ R OYOWONN~NWOHIOO
CO-RNIUTIOOOO~IOONWOoO

OOOOOO OOV

SESEEESS

XG GG GGG
) 00006

o



