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152 — metabolic process
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— macromaolecule biosyntnetic proces

— organic cvclic compound bioSynthetic process

664 — nuclecbaSe—containing compaund biosynthetic process
438 — aromatic compound biosynthefic process
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— reguiation ot metabolic process
equ

(0. 200 — regqulation of macromaolecule biosynthetic process
51 — franscripfio A-templated - '
b — regulation of franscription, A-templated
1/ — microtubulet-based process
2 — chromatin organization

8 — DNA duplex Uinwinding

— DNA geometric change

protein K48-linked dgubiquitinatio_n

Broduction of small RNA involved in gene silencing by RNA

NA-dependent DNA replication maintenance of idel_la/
production of miRNAs involved in gene silencing by miRNA

replication fork processing

dsRNA processing
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908 — negative regulation of maintenance of mitotic sister chromatid cohesion, telomeric
907 — redulation of maintenance of mitatic sister chromatid cohesion, telomeric
582 — positive regulation of telomeric RNA transcription from RNA pol Il promoter
581 — negative re%ulatlon of telomeric RNA transcription from RNA pal II promoter
580 - regulation ot telomeric RNA transcription from RNA pol Il promoter _
224 - pasitive regulation of nodal S|gnallngi pathway involved in determination of lateral mesoderm left/right asymmetry
404 — mitotic sister chromatid cohesion, telomeric ™ _

g% — maintenance of mitotic sister chromatid cohesion, telomeric
552
551
394
393
368
362
361
128
127
120
183
092
352

- re%ulatlon of carbohydrate catabolic process by regulation of transcription from RNA polymerase Il promoter
— mitochondrial doublé-strand break repair via homologous recombination

— mitochaondrial double—strand break repair.

— telomeric repeat—containing RNA transcription by RNA polymerase I

— telomeric re ea_t—contalnlngDRNA transcription .

— regulation ot lipid transport' by negative regulation of transcription from RNA polymerase |l promoter

— requlation of glycolytic process by negative requlation of transcription from RNA pol}lmerase Il promoter
— reqgulation of glycolytic process by regulation ot transcription from RNA polymerase 11 promoter
post—embryonic forelimb morphogenesis

post—embryonic limb morphogeneésis _

post—embryonic appendage morphogenesis _ _

negative regulation of maintenance of mitotic sister chromatid cohesion

negative regulation of maintenance of sister chromatid cohesion

zyqotic specification of dorsal/ventral axis

20
Number of genes

40

p-value

0.001



