GO: 4424 — Intrace u ar part
GO: b6272 — intracellular
GO 22( — membrane bounded organelle
(50): 226 — organelle
GO: 229 — infracellular organelle
(50): 422 — arganelle part
(5Q): 231 — infrfacellular membrane—-bounded organelle
GO: /37 — cytoplasm p-value
c A — INtra:
le-15
0O:0044444 — cvioplasmic pa le-14
GO:0005634 — hucle
le-13
( — nuclear lumen
GO: 5829 — cytoso |
GQ: 2654 — nucleoplasm le-12
(50): 2 — Infracellular non—membrane—bounded organelle
(5 228 — non—membrane—bounded organelle
(50): 421 — extracellular region part le-11
GO: 615 — extiracellular space
(50:1903561 — extracellular vesicle
GO: 2 — extracellular exosome 1e-10
' — mitochondfion 1e-09
GO: 7% — envelape
C~( \* ~ Or
20 1007104 = catalytc camplex 1e-08
(0. 2/30 — nucleolus |
GO: 1 — nucleoplasm palrt 1e-07
GO: 5 — cyidsolic part’
G0:0034708 + methyltransferase complex
GQ: 818 — flcolln 1-rich granule lumen 1e-06
(50): 4 — Sm-like protein family complex
GO:0101 — chaperone complex
(G0: 4 - nuc ear perlg & 1e-05
(G0:009/7525 - s liceosom NP complex
G0O:0005832 — chaperonin— contalnln T- comlp
G0O:0005697 - telomerase holoenzyme complex le-04
(50:0034709 — methylosome
(50Q:0005732 — smal ucleolar ribonucleoprotein complex
(50:0002199 - zona pellucida receptor complex
(50Q:0097255 - P camplex
(50:0090661 - box H/ACA telomerase RNP complex
(50Q:0072589 — box H/ACA scaRNP complex
(50:0072588 — box / CA RNP_complex
(50:0031429 - box H/ACA snoRNP complex
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