
GO:0006177 − GMP biosynthetic process
GO:0006404 − RNA import into nucleus
GO:0031120 − snRNA pseudouridine synthesis
GO:0035281 − pre−miRNA export from nucleus
GO:0039534 − negative regulation of MDA−5 signaling pathway
GO:0040031 − snRNA modification
GO:0051030 − snRNA transport
GO:0061015 − snRNA import into nucleus
GO:1903241 − U2−type prespliceosome assembly
GO:0009116 − nucleoside metabolic process
GO:0009119 − ribonucleoside metabolic process
GO:0042278 − purine nucleoside metabolic process
GO:0046039 − GTP metabolic process
GO:0046128 − purine ribonucleoside metabolic process
GO:0048524 − positive regulation of viral process
GO:1901068 − guanosine−containing compound metabolic process
GO:1901657 − glycosyl compound metabolic process
GO:0022618 − ribonucleoprotein complex assembly
GO:0042254 − ribosome biogenesis
GO:0043900 − regulation of multi−organism process
GO:0043902 − positive regulation of multi−organism process
GO:0071826 − ribonucleoprotein complex subunit organization
GO:0000375 − RNA splicing, via transesterification reactions
GO:0000377 − RNA splicing, via transesterification reactions with bulged adenosine as nucleophile
GO:0000398 − mRNA splicing, via spliceosome
GO:0006397 − mRNA processing
GO:0008380 − RNA splicing
GO:0016032 − viral process
GO:0016071 − mRNA metabolic process
GO:0034622 − cellular protein−containing complex assembly
GO:0044403 − symbiont process
GO:0044419 − interspecies interaction between organisms
GO:0006396 − RNA processing
GO:0022613 − ribonucleoprotein complex biogenesis
GO:0022607 − cellular component assembly
GO:0043933 − protein−containing complex subunit organization
GO:0065003 − protein−containing complex assembly
GO:0018130 − heterocycle biosynthetic process
GO:0034654 − nucleobase−containing compound biosynthetic process
GO:0010467 − gene expression
GO:0016070 − RNA metabolic process
GO:0044085 − cellular component biogenesis
GO:0090304 − nucleic acid metabolic process
GO:0006139 − nucleobase−containing compound metabolic process
GO:0006725 − cellular aromatic compound metabolic process
GO:0016043 − cellular component organization
GO:0034641 − cellular nitrogen compound metabolic process
GO:0046483 − heterocycle metabolic process
GO:0071840 − cellular component organization or biogenesis
GO:1901360 − organic cyclic compound metabolic process
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