
GO:0036500 − ATF6−mediated unfolded protein response
GO:0034975 − protein folding in endoplasmic reticulum
GO:0001736 − establishment of planar polarity
GO:0002220 − innate immune response activating cell surface receptor signaling pathway
GO:0002223 − stimulatory C−type lectin receptor signaling pathway
GO:0006487 − protein N−linked glycosylation
GO:0006521 − regulation of cellular amino acid metabolic process
GO:0007164 − establishment of tissue polarity
GO:0010972 − negative regulation of G2/M transition of mitotic cell cycle
GO:0018196 − peptidyl−asparagine modification
GO:0018279 − protein N−linked glycosylation via asparagine
GO:0031145 − anaphase−promoting complex−dependent catabolic process
GO:0031146 − SCF−dependent proteasomal ubiquitin−dependent protein catabolic process
GO:0033238 − regulation of cellular amine metabolic process
GO:0038095 − Fc−epsilon receptor signaling pathway
GO:0060071 − Wnt signaling pathway, planar cell polarity pathway
GO:0060218 − hematopoietic stem cell differentiation
GO:0061418 − regulation of transcription from RNA polymerase II promoter in response to hypoxia
GO:0070498 − interleukin−1−mediated signaling pathway
GO:0090175 − regulation of establishment of planar polarity
GO:1901532 − regulation of hematopoietic progenitor cell differentiation
GO:1902036 − regulation of hematopoietic stem cell differentiation
GO:1902750 − negative regulation of cell cycle G2/M phase transition
GO:2000736 − regulation of stem cell differentiation
GO:0036294 − cellular response to decreased oxygen levels
GO:0036498 − IRE1−mediated unfolded protein response
GO:0038061 − NIK/NF−kappaB signaling
GO:0043618 − regulation of transcription from RNA polymerase II promoter in response to stress
GO:0043620 − regulation of DNA−templated transcription in response to stress
GO:0045454 − cell redox homeostasis
GO:0071453 − cellular response to oxygen levels
GO:0071456 − cellular response to hypoxia
GO:0001666 − response to hypoxia
GO:0002479 − antigen processing and presentation of exogenous peptide antigen via MHC class I, TAP−dependent
GO:0042590 − antigen processing and presentation of exogenous peptide antigen via MHC class I
GO:0002474 − antigen processing and presentation of peptide antigen via MHC class I
GO:0002478 − antigen processing and presentation of exogenous peptide antigen
GO:0006457 − protein folding
GO:0019882 − antigen processing and presentation
GO:0019884 − antigen processing and presentation of exogenous antigen
GO:0030968 − endoplasmic reticulum unfolded protein response
GO:0034620 − cellular response to unfolded protein
GO:0035967 − cellular response to topologically incorrect protein
GO:0048002 − antigen processing and presentation of peptide antigen
GO:0006986 − response to unfolded protein
GO:0035966 − response to topologically incorrect protein
GO:0043687 − post−translational protein modification
GO:0034976 − response to endoplasmic reticulum stress
GO:0033554 − cellular response to stress
GO:0010033 − response to organic substance
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