X

474 — intracellular part

22{ — membrane—bounded organelle

2726 — arganelle

/37 — cytaplasm
5622 — intracellular

4 — cytoplasmic part

6 — intracellular organelle part

27 — arganelle part~

p-value

OOOOOOOOOGIOG)

0000000006

o

3231 — Infracellular membrane—bounded organelle
229 — intracellular organelle
020 — membrane
425 — membrane part le-22
= le-21
le-20
le-19
= = le-18
le-17
— vesicle le-16
(50): 4471 — extracellular region part
GO: h6e15 — extracellular space 1e-15
(50): 20 (0 — extracellular region
(50: 261 — extracellular vesicle le-14
GO: 672 — extracellular exosome le-13
(50): — extracellular organelle
GO: (/08 — intracellular vesicle le-12
GO): 1410 — cytoplasmic vesicle
GO: 8796 — membrane protein complex | le-11
(O 2494 — catalytic complex i | 1e-10
G0:0005788 — endoplasmic¢ reticulum lumen . _
(G0O:0005/93 — endoplasmic reticulum—Golgi intermediate compartment 1e-09
GO: 770 = pigmént granule
GQO: 470 — melanosome : : o
(GQ:003122/7 — Intfinsic component of endoplasmic reticulum membrane 1e-07
G0O:0030 — Iintégral component of endoplasmic reticulum membrane
(50:1905369 —lendQpeptidase complex 1e-06
(G0:1905368 —Ipeptidase complex
GQO: 250 —loligosaccharyltransferase complex 1e-05
Q- —lproteasome complex le-04
(50! B — endoplasmic reticulum chaperone complex
GO: H29 — sarcoplasmic reticulum
GQO: 228 — sarcoplasm _ _
(50Q:0005/791 - rough endoplasmic reticulum
(50:0033018 — sarCoplasmic reticulum lumen
(50Q:0005839 — proteasome caore complex
(50Q:0005[7/90 — smoath endoplasmic reticulum
(50071256 — translocon complex
(0O:0005784 — Sec61 translocon complex
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