GO: 4424 — intracellular part

GO: 5622 — intracellular -

(50): 229 — intracellular organelle

(50): 226 — aorganelle

GO: 22 — mémbrane—bounded organelle

clek — Intrace ar membrane—bounded arganelle

— Infracellular organeiie part

20 40

: — infracellular organelle lumen
:"' 233 — arganelle lumen
0O:0031981 - nuclearumen 00000000000 ]
— Infracellular non—membrane—bounde organeiie
GO: 228 — non—membrane—bounded organelle
(50:0032991 — protein—containing complex
GO: 5694 — chromosome il
GO: 1 — nucleoplasm part
GO: [/ — chromosomal part
(50:1902494 — catalytic complex|
GO0 /30 — nucleolus
(50:1990234 — fransferask complex
GQ: — nuclear bady
GO: — nuclear ghromosome part
GQO: 228 — nuclear ghromosome
GO: /85 — chromiatin .
G019 4 — rihonuclegprotein complex
GQ: 15 — nhicrotubule organizing center
GO: 607 —Inuclear speck
GO: s + centrosome _
(50): — chromosomal region
Q- 639 — nuclear envelope
(50:0031965 — nuclear membrane _ _
(O: 0775 — chromosome, centromeric region
(50):1902493 — acetyltransferase complex
(50Q:0031248 — protéin acetyltransferase complex
(50:0030684 — preribosomé
(50Q:0044217 — other organism part
(50:0044216 — other organism cell
(50:0044215 - other organism
(50:0043657 — host cel
(50:0018995 - host
(50:0000123 - histone acetyltransferase complex
(5010032040 — small-subunit processome
(50D:0044615 — nuclear pare nuclear basket
(GD:0042405 — nuclear inclusion bo o
:0000445 - THO complex part of transcription export complex
(50:0000347 — THO complex

60
Number of genes

80

100

120

p-value

le-22
le-21
le-20
le-19
le-18
le-17
le-16
le-15
le-14
le-13
le-12
le-11
le-10
le-09
1le-08
le-07
1le-06
le-05
le-04
0.001



