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(0. 2/8 — mitotic cell cycle
GO: 34 — ne "%‘ulatlon of G1/S transition of mitotic cell cycle
GQ: — redulation of stem cell populafion maintenance _
— neqgative requlation of cell cycle Se transition
(0): 2403 — signal transduction involved in mitofic A Integrity checkpoint
GO: 2402 — signal transduction involved in mitofic A damaqge checkpoint )
(50:1902400 — infracellular signal fransduction involved in GT DNA damage chéckpoint
cleX 2117 — positiv regifﬁ' anelle assembly -
(GO: Q17 — regulation of cilium assembly _
(50! 162 — posSitive regulation of cold—induced thermogenesis
(50:0120034 — pasitive requlation of plasma membrane bounded cell projection assembly
(G0O:009 7/ — mitofic spindle assembl -~ )
(50Q:00/724371 — signal transduction involved in mitotic G1 DNA damage checkpoint
(00Q:00/724722 — signal transduction involved in DNA dama%g %QQ%KQ%!QI
(50Q:00/72413 — signal transduction involved in mitatic cell Cycle checkpoint
(50:00/2401 — signal transduction involved In A Integrity checkpoi
(50Q:00/72395 — signal transduction invalved in cell cy eckpoin
(50:00/ — positive requlation of cell cycle arrest i
(G0Q:00/1156 — regulation of cell cycle arrest
(0O:00512275 — spindle assembly -
(GQ:0045948 — posifive requlafion of franslational inifiafion
— mitotl transitjon checkpoint
(50Q:0044/83 — G A damage checkpaoint
(50:0044 /774 — mitotic DNA inteqgrity checkpaint
(o0Q:0044/7/3 — mitotic DNA damage checkpoint
(50:0031929 — TOR signaling '
(0): h/1 — mitofic GT A damage checkpoint
(50 30 — DNA dama ' or
O: (052 — mitotic spindle organization o
GO: 77 — DNA dama or resulting in cell cycle arrest
— blastocyst formation
(GO: 24 — blastocvst development
Q: — nuclear-franscri MRNA poly(A) tail shortening
QO: 288 — nuclear—transcribed mRNA catahalic pracess, deadenylation—dépendent decay

Number of genes

p—value

0.01



