
GO:0006189 − 'de novo' IMP biosynthetic process
GO:0006207 − 'de novo' pyrimidine nucleobase biosynthetic process
GO:0006273 − lagging strand elongation
GO:0007023 − post−chaperonin tubulin folding pathway
GO:0007144 − female meiosis I
GO:0008315 − G2/MI transition of meiotic cell cycle
GO:0019240 − citrulline biosynthetic process
GO:0019856 − pyrimidine nucleobase biosynthetic process
GO:0031053 − primary miRNA processing
GO:0033567 − DNA replication, Okazaki fragment processing
GO:0034059 − response to anoxia
GO:0043137 − DNA replication, removal of RNA primer
GO:0044205 − 'de novo' UMP biosynthetic process
GO:0044771 − meiotic cell cycle phase transition
GO:0051414 − response to cortisol
GO:0071454 − cellular response to anoxia
GO:0072396 − response to cell cycle checkpoint signaling
GO:0072402 − response to DNA integrity checkpoint signaling
GO:0072423 − response to DNA damage checkpoint signaling
GO:0072429 − response to intra−S DNA damage checkpoint signaling
GO:0097065 − anterior head development
GO:0110030 − regulation of G2/MI transition of meiotic cell cycle
GO:0110032 − positive regulation of G2/MI transition of meiotic cell cycle
GO:1901993 − regulation of meiotic cell cycle phase transition
GO:1901995 − positive regulation of meiotic cell cycle phase transition
GO:1990637 − response to prolactin
GO:0000724 − double−strand break repair via homologous recombination
GO:0000725 − recombinational repair
GO:0006487 − protein N−linked glycosylation
GO:0006541 − glutamine metabolic process
GO:0007127 − meiosis I
GO:0009064 − glutamine family amino acid metabolic process
GO:0014074 − response to purine−containing compound
GO:0016441 − posttranscriptional gene silencing
GO:0035194 − posttranscriptional gene silencing by RNA
GO:0035195 − gene silencing by miRNA
GO:0061982 − meiosis I cell cycle process
GO:0090502 − RNA phosphodiester bond hydrolysis, endonucleolytic
GO:0009123 − nucleoside monophosphate metabolic process
GO:0009124 − nucleoside monophosphate biosynthetic process
GO:0009156 − ribonucleoside monophosphate biosynthetic process
GO:0009161 − ribonucleoside monophosphate metabolic process
GO:0009165 − nucleotide biosynthetic process
GO:0009260 − ribonucleotide biosynthetic process
GO:0046390 − ribose phosphate biosynthetic process
GO:0090305 − nucleic acid phosphodiester bond hydrolysis
GO:1901293 − nucleoside phosphate biosynthetic process
GO:1901135 − carbohydrate derivative metabolic process
GO:1901137 − carbohydrate derivative biosynthetic process
GO:1901566 − organonitrogen compound biosynthetic process
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